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Although thousands of mouse models have been generated, finding relevant data and knowledge about these models is complicated by a general lack of compliance in the published literature with
nomenclature and annotation standards for genes, alleles, mouse strains, and cancer types. The Mouse Models of Human Cancer database (MMHCdb; http://tumor.informatics.jax.org) is an expertly m m d I f h m
curated knowledgebase of cancer phenotypes reported for diverse types of mouse models of human cancer such as inbred mouse strains, genetically engineered mouse models (GEMMs), Patient Derived O u S e O e S O u a n Ca n C e r
Xenografts (PDXs), and mouse genetic diversity panels (e.g., the Collaborative Cross). MMHCdb includes data on more than 60,000 mouse models for over 1200 tumor classifications curated from more

than 25,000 peer-eviewed publications Dale A. Begley, Debra M. Krupke, Steven B. Neuhauser, Emily L. Jocoy,

A primary goal of MMHCdDb is to highlight the impact of genetic background on the incidence and presentation of different tumor types in mice. The same allele on different backgrounds can result J O h n P S u n d b e rg Ca rOI J B u |t
in very different cancer characteristics and, therefore, impact the appropriateness of a model for a specific research application. In MMHCdb, users can review the impact of genetic background on the : 4 :

frequency of spontaneous tumors for inbred mouse strains using an interactive table generated from different published and unpublished data sources. In addition, color-coded tabular summaries of Th e J a C kSO n La bO ratO ry Ba r H a rbo r M E 04609
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individual papers are available that allow researchers to quickly assess how genetic background affects cancer phenotypes in the mouse models reported in a specific publication.
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MMHCdb contains information on over 60,000 mouse models in 8,725 strains of
mice from more than 25,000 papers published in peer-reviewed journals.

The Trp53 tm3-1Glo gllele is a targeted mutation in the Trp53 gene that corresponds to the R175H hot-spot mutation in human
tumors (Liu et al. 2000).
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This Trp53 tm3.1Glo 3]|ele on different genetic backgrounds of mice strongly influences the “tissue type of the tumor produced
and the number of tumors formed in a single mouse” (Chan et al, 2020)
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MMHCdb is a comprehensive, expertly curated resource of diverse mouse models of human cancer.
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